ERRATUM {#h1}
=======

Volume 5, no. 6, doi:10.1128/mBio.01867-14, 2014. In [Table 2](#tab2){ref-type="table"}, column 1, the original "Positive" below "Aquatic" should be corrected to "Multiple," which means that species live in two or more habitats. The corrected table is below.

###### 

Additional characteristics of symmetric and asymmetric cGOFs

  Parameter                                     cGOFs         *P* value[^a^](#ngtab2.1){ref-type="table-fn"}   
  --------------------------------------------- ------------- ------------------------------------------------ ----------------
  Gram staining (no./total)                                                                                    0.045 × 10^−3^
      Positive                                  9/9           0/11                                             
      Negative                                  0/9           9/11                                             
      NA[^b^](#ngtab2.2){ref-type="table-fn"}   0/9           2/11                                             
  Phylum (no./total)                                                                                           0.17 × 10^−3^
      Firmicutes                                6/9           0/11                                             
      Actinobacteria                            3/9           0/11                                             
      Proteobacteria                            0/9           9/11                                             
      Others                                    0/9           2/11                                             
  DnaE (no./total)                                                                                             3.4 × 10^−3^
      DnaE1                                     1/9           9/11                                             
      DnaE2                                     2/9           1/11                                             
      DnaE3                                     6/9           0/11                                             
      NA                                        0/9           1/11                                             
  Habitats (no./total)                                                                                         70 × 10^−3^
      Host                                      6/9           5/11                                             
      Soil                                      2/9           0/11                                             
      Aquatic                                   0/9           5/11                                             
      Multiple                                  1/9           1/11                                             
  Leading-strand gene proportion (%)            72.2 ± 8.3    57.3 ± 3.9                                       0.090 × 10^−3^
  Genome size (MB)                              3.16 ± 1.39   3.19 ± 1.54                                      0.96
  GC content (%)                                47.2 ± 11.5   42.1 ± 9.8                                       0.31

The *P* value was calculated using the chi-square test for count data and Student's *t* test for measurement data.

NA, not available.

[^1]: Y.K., C.G., and L.Y. contributed equally to this article.
